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Distribution of Helicobacter pylori Virulence Genes among 
 Gastric Cancer and Non-cancer Dyspeptic Patients 

 

Helicobacter pylori, a common infectious bacterium, has been linked 
to chronic gastritis, peptic ulcer and gastric cancer and there is 
suggested to have association between H. pylori’s virulence genes 
and the occurrence of gastrointestinal diseases. The aim of this 
research was to determine the distribution of virulence genes of 
Helicobacter pylori among gastric cancer and non-cancer dyspeptic 
patients. This was a cross-sectional descriptive study including a total 
of 120 patients comprising 60 cancer patients and 60 non-cancer 
dyspeptic patients; attending the Department of Gastroenterology, 
Yangon General Hospital during the year 2013 and 2014.  
Helicobacter pylori  was isolated from 25% of total cases; (30/120) 
and the distribution of virulence genes of isolated H. pylori strains 
among gastric cancer and non-cancer dyspeptic patients were carried 
out by Polymerase Chain Reaction (PCR). The positive rates for the 
cagA, vacAs1, vacAs1a, vacAs1c,  vacAm1, vacAm2, iceA1, iceA2, 
and babA2 genes in H. pylori of gastric cancer and non-cancer 
patients were 100%, 100%, 100%, 0%, 100%, 0%, 42%, 33%, 100% 
and 89%, 83%, 66%, 16.6%, 83.3%, 16.7%, 44.4%, 33.3% and 
11.1%, respectively. There was a significant relationship between 
babA2 gene and gastric cancer (p=0.000), however, the other types of 
virulence genes of H. pylori had no statistically significant 
association with the clinical outcomes (p>0.05). Data from this study 
are expected to provide the association between virulence genes of H. 
pylori and the occurrence of the gastric cancer. 
 

Helicobacter pylori ရ ဂ ပ ၏အ ရ ယရ သ  မ ဗဇပစမ က 
အစ အမ ရ ဂရ သ လန မ င အစ အမကငဆ ရ ဂ ရ သ  

 လန မ တင ရ ဖ ဖ ထတခင  
 

Helicobacter pylori သည အဖစမ သ ရ ဂပ ဖစပ  န တ ရညအစ အမ
ရ င ရ ဂ ၊ အစ အမန ရ ဂ င အစ အမကငဆ မ ကဖစ စ ငပ  ၎င ၏
အ ရ ယရ စ သ  မ ဗဇမ သညလည  အစ အမ ရ ဂအမ မ ဖစ စရန
ဆက ယလကရပသည။ ဤသ တသနသည Helicobacter pylori ရ ဂ ပ
၏အ ရ ယရ စ သ မ ဗဇမ က ရနကနပညသ ဆ က ၊ အစ အမ ငအလမ
က င ရ ဂကဌ နတင   ၂၀၁၃  င ၂၀၁၄ ခ စအတင  လ ရ ကကသ နသည
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Helicobacter pylori ရ ဂ ပ က ၃ဝ% သ လန မ တင 
ရ ဖ တ ရရပ ၊ အ ရ ယရ သ မ ဗဇမ က PCR နည ပည  
ဖငစမ သပ ဖ ထတခပသည။ cagA, vacA S1, vacA S1a, 
vacA S1c, vacA m1, vacA m2, iceA1, iceA2,  င babA2, 

မ က အစ အမကငဆ ရသမ င အစ အမ ရ ဂ ရသမ  
တင ၁ဝဝ%, ၁ဝဝ%, ၁ဝဝ%, ဝ%, ၁ဝဝ%, ဝ%, ၄၂%, ၃၃%, 
၁ဝဝ% င ၈၉%, ၈၃%, ၆၆%, ၁၆.၆%, ၈၃.၃%, ၁၆.၇%, 
၄၄.၄%, ၃၃.၃% င ၁၁.၁% တကရ ဖ ဖ ထတ ငခပသည။ 
ဤသ တသနစမ သပခကမ babA2  မ ဗဇ ငအစ အမကငဆ   

ရ ဂ တ၏  ဆက ယမက  ရ ဖ တ ရရပသည  (p=0.000)။  
အခ သ မ ဗဇမ သည အစ အမန ရ ဂ ၊ အစ အမကငဆ  
မ င ထ ခ သ ဆက ယမမရ က င  တ ရရပသည 
(p>0.05)။  ဤသ တသနစမ သပခကမ H. pylori  ရ ဂ ပ  
၏မ ဗဇမ င အစ အမကငဆ ရ ဂ၏ ဆက ယမကရ ဖ 
ဖ ထတ ငခပသည။ 

Reference: Mya Mya Aye, Wah Wah Aung, Thein  Myint, et al. 
The 43rd Myanmar Health Research Congress Programme 
& Abstracts: 74. (Second Prize for Applied Research) 
 

Epidemiology of Rotavirus Diarrhoea in Children under Five Years of  
Age Admitted for Diarrhea in Yangon Children’s Hospital (2010-2013) 

Diarrhoea is a major cause of childhood morbidity 
and mortality worldwide and it kills around 760,000 
children under five each year. Rotavirus is the most 
common cause of severe diarrheal disease and 
diarrheal deaths in infants and under five years old 
children worldwide. In Myanmar, diarrhoea is          
the second most common childhood disease and 
according to a hospital-based surveillance for 
rotavirus diarrhea in children in Yangon, 10% of all 
hospitalization in children was due to rotavirus 
diarrhea. A universal childhood vaccine is thought to 
be the best means to prevent rotavirus disease. 
Epidemiological data like disease burden, age and 
gender distribution,  seasonal variation, severity and 
the most prevalent area of rotavirus diarrhea are 
important  for rotavirus vaccination  programme to be 
launched in the near future in Myanmar.  

This study involved exploring the epidemiological 
data on rotavirus diarrhea through surveillance of 
rotavirus diarrhea in under 5 years children admitted 
with diarrhea to the three medical wards of the 
Yangon Children’s Hospital. The stool samples were 
collected and tested for the presence of rotavirus 
antigen by a commercial enzyme immunoassay 
(ProSpecTTM Rotavirus, OXOID, UK). The proforma 
including   the   socio-demographic  data  and  clinical  
 

data  were  filled  for  each patient. Among 2034 stool  
samples collected and tested from January 2010 to 
September 2013, rotavirus was detected in 1078 cases 
(53%). The peak detection of rotavirus occurred 
during the months of cool and dry season, having 
more than 70% rotavirus positivity in January and 
February. The most common age group tested to be 
rotavirus positive was the 6-11 months age group 
followed by 12-23 months age group, 0-5 months age 
group and 24-59 months age group. Regarding the 
gender distribution, the proportion of male children 
were found to be a slightly more affected by rotavirus 
diarrhea than female children (1.7:1).  

Regarding clinical severity, according to the Vesikari 
scoring system, over 70% of cases were severe. 
Regarding the location of the cases, a large proportion 
of both rotavirus positive and negative cases came 
from peri-urban townships. These epidemiological 
data came out fr၀m rotavirus surveillance in  
Myanmar provides valuable information to the 
vaccine programmers in the consideration of target 
population, location and timing for the vaccination 
programme to be launched in the near future. 

Reference: Hlaing Myat Thu, Theingi Win Myat, Khin Mar 
Aye, et al. 11th International Rotavirus Symposium, New 
Delhi, India (3rd to 5th September, 2014) 

 
 

HCC without Cirrhosis is Surprisingly Common 
 

A full 13% of patients diagnosed with hepatocellular 
carcinoma did not have underlying cirrhosis in a 
national sample of 1,500 veterans. Although hepato-
cellular carcinoma (HCC) in patients with cirrhosis 
typically arises against a background of alcohol    
abuse or hepatitis C virus infection, this entity was 
strongly associated with nonalcoholic fatty liver 

disease (NAFLD) and idiopathic HCC. “While        
this represents a small proportion, this poses a 
logistical problem for HCC surveillance, given         
the large population with NAFLD and no real 
identifying features of who is going to develop HCC,” 
Dr. Sahil Mittal said at the annual Digestive Disease 
Week. 
 

Abstract of  Research Paper Published or Read Abroad by DMR Scientists 

News about Medicine & Health 
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Despite a threefold increase in HCC in the United 
States over the last 3 decades and emerging evidence 
for NAFLD presenting in the absence of cirrhosis, this 
is the first study to assess the prevalence and risk 
factors for HCC without cirrhosis in a national sample 
of HCC patients, he said. The investigators, led by  
Dr. Hashem B.  El-Serag, section chief, gastroentero- 
logy and hepatology, Baylor College of Medicine, 
Houston, performea chart review of 1,500 veterans 
with a confirmed diagnosis of HCC randomly selected 
between 2005 and 2011. Of these, cirrhosis was 
absent in 43(3%), highly improbable in 151(10%), 
and definite in 1,201(80%), with the diagnosis unclear 
because of insufficient data in 105(7%). As expected, 
HCC patients with cirrhosis were significantly more 
likely than those with no or probable no cirrhosis to 
abuse alcohol (84% vs. 67.4% vs. 63.6%; P less than 
0.01) and to have hepatitis C infection (72.2% vs. 42% 
vs. 44.4%; P less than 0 .01), said Dr. Mittal, also with 
Baylor’s College of Medicine. Hepatitis B infection  
was similar in all  three groups (5% vs. 4.7% vs. 2%). 
 
In contrast, NAFLD was more common in patients 
with no or probably no cirrhosis than in those with 
cirrhosis (14% vs. 20.5% vs. 5.8%; P less than .01),  
as  was   idiopathic    HCC   (18.6% vs. 27.8% vs. 
8.2%; P less than .01), he said. “NAFLD is associated 
with a significantly  increased risk of  HCC in the 
absence of cirrhosis,  compared  with  hepatitis  C or 
alcohol,” he said. With regard to clinical factors, sex 
and race did not differ between groups. However, the 
no and probably no cirrhosis patients were 
significantly older than were those with HCC 
accompanied by cirrhosis (65.5 years, vs. 69.7 years 
vs. 62.6 years)  and  significantly  more  likely to have  

comorbidities associated with metabolic  syndrome, 
such as hypertension (88.4% vs. 86.8% vs. 72.6%), 
myocardial infarction (11.6% vs. 18.5% vs. 7.5%), 
and peripheral vascular disease (11.6% vs. 20% vs. 
9.5%), Dr. Mittal reported. The differences among 
groups were statistically significant with P values      
of less than 0.01. The investigators then performed 
logistic regression analysis to examine predictors of 
HCC without cirrhosis.  

After adjustment for confounders, they found NAFLD 
was more than threefold likely (odds ratio, 3.1) and 
idiopathic HCC more than twofold likely (OR, 2.8) in 
patients with HCC without cirrhosis, compared with 
patients with hepatitis C-related HCC. This entity of 
HCC in the absence of cirrhosis was also associated 
with the metabolic syndrome-related comorbidities of 
hypertension (OR, 1.8) and myocardial infarction 
(OR, 1.8). The findings suggest that the risk of HCC 
in patients with NAFLD is increased not only because 
of progression to cirrhosis, but possibly through other 
alternative noncirrhosis pathways, Dr. Mittal said in 
an interview. This has important implications for 
understanding the pathogenesis of HCC, as well as for 
HCC screening in NAFLD patients. “Due to the high 
prevalence of NAFLD in the general population, 
conventional screening by ultrasonography may not 
be a feasible strategy, especially if one cannot rely on 
cirrhosis as the main predisposing lesion to HCC,” he 
said. “Studies are needed to identify risk factors and 
biomarkers that can identify NAFLD patients at 
higher risk of developing HCC. Future research is also 
needed to investigate the role of chemoprevention.” 

Source: http://www.GIHEPNEWS.com.  
Contributed by Experimental Medicine Research Division

 
Global Prevalence of Hepatitis C Virus Genotypes 

Hepatitis C is an infection caused by the hepatitis C 
virus (HCV). It is primarily spread through contact 
with blood from an infected person. The infection can 
become chronic and cause liver diseases, such 
as cirrhosis, liver cancer and liver failure. According 
to WHO, approximately 130-150 million people 
worldwide have chronic hepatitis C infection, and 
350-500,000 people die each year from hepatitis C-
related liver diseases. At least 6 distinct HCV 
genotypes (genotypes 1-6) have been identified. The 
distribution of HCV genotypes and subgenotypes 
varies substantially in different parts of the world. The 
most frequent and difficult-to-treat HCV genotype 
worldwide is genotype 1, with its major subtypes 1a 
and 1b. Some genotypes are easier to treat and, thus, 
the  duration of  and   recommended  medicines  for 
therapy vary by genotype. For this reason, determining 
a patient’s genotype is important to appropriately 
tailor therapy. 

In a new study published in the journal Hepatology,   
in July 2014, researchers from the UK reveal           
that hepatitis C virus genotype 1 is the most   
prevalent worldwide, accounting for 46% of all 
hepatitis C infections. Lead co-author, Dr. Jane 
Messina of the University of Oxford, notes that 
although the rate of HCV infection is declining in 
developed countries, deaths from HCV-related liver 
diseases are set to rise over the next 20 years. With 
this in mind, Dr. Messina and colleagues set out to 
gain a better understanding of the prevalence of  HCV 
genotypes - the information that is imperative in 
developing new treatment strategies that may save 
millions of lives around the world. The team analyzed 
1,217 studies that reported on the six HCV genotypes 
between 1989, the year of discovery of HCV,         
and 2013. Their study included 117 countries and 
represents approximately 90% of the worldwide 
population.  
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The researchers then looked at HCV prevalence 
estimates from the WHO Global Burden of Disease 
Project and combined the two sets of information to 
determine the global prevalence of specific HCV 
genotypes. 
Results of their analysis revealed that HCV genotype 1, 
the most difficult to treat, is the most prevalent. They 
found it accounts for 46% of all HCV cases, meaning 
it  is present in around 83.4 million individuals world-  
wide. HCV genotype 3 was found to be the second 
most prevalent, accounting for 30% of all HCV cases 
(representing more than 54.3 million people), 
followed by genotypes 2, 4 and 6, which collectively 
accounted for 23% of all HCV cases. Genotype 5 
accounted for the remaining 1% of cases. When 
taking economic status into account, the researchers 
found that HCV genotypes 1 and 3 remained the most 
dominant.  

However, lower-income countries were found to have 
a higher prevalence of genotypes 4 and 5. Dr. Authors 

note that although HCV genotypes 1 and 3 are          
the most prevalent, the prevalence of the remaining 
genotypes can still increase if they find efficient 
transmission routes. They note, for example, that      
the high prevalence and dominance of subtype 4a       
in Egypt is believed to have become widespread            
as a result of unsafe injections while past anti-
schistosomal campaigns were taking place. 

According to the researchers, these observations 
suggest that under the right circumstances, most, if 
not all, HCV genotypes have epidemic potential. They 
also suggest that social, behavioral, and demographic 
factors (including international migration) are more 
important than viral genetic variation in determining 
the global prevalence of different genotypes. 

Source: 1. http://www.medicalnewstoday.com. 
            2. Hepatology: 28 July, 2014. 
            3. http://www.who.int/mediacentre/factsheets/ 

Contributed  by  Scientific  Group  on  Liver & Gastroentero-
logy Research  

 
Frequently Asked Questions about Carbapenem-resistant Enterobacteriaceae (CRE) 

 
What are Carbapenem-resistant Enterobacteriaceae? 

Carbapenem-resistant Enterobacteriaceae, or “CRE”, 
are a group of bacteria that are highly resistant to 
antibiotics. Until recently, the bacteria were sus-
ceptible to a class of antibiotics called carbapenems, 
which were developed to treat bacteria that were 
resistant to other drugs. Due to the overuse of these 
antibiotics, some types of Enterobacteriaceae such as 
Escherichia (E. coli), Enterobacter, Klebsiella, and 
Salmonella have now developed resistance to 
carbapenems. 

Where are CRE found? 

Enterobacteriaceae bacteria occur naturally in the 
environment and sometimes infect humans. 
Enterobacteriaceae that have acquired resistance to 
carbapenems are sometimes found in healthcare 
settings due to high levels of antibiotic use. 

What are the symptoms of infection? 

Enterobacteriaceae  can  cause a variety of infections 
ranging from gastrointestinal illness to pneumonia to 
invasive infections of the bloodstream or other body 
organs. Carbapenem-resistant Enterobacteriaceae 
cause the same infections, but the infections are much 
harder to treat. 

How does someone catch CRE? 

CRE can be transmitted via direct person-to-person 
contact  with   an  infected   person  or   through  indirect  
contact  with  objects  or environmental surfaces, such as  
patient care equipment, bed rails, and door knobs. 

Why may patients in healthcare settings be at risk for 
contracting CRE? 

Risk factors for acquiring a CRE infection include 
prolonged hospital stays, frequent antibiotic use, 
chronic or medical conditions, recent surgery or 
transplants, and catheter or ventilator use. Many 
patients fall into one of these risk factor categories 
and can be at a higher risk for contracting CRE 
infections. 

Can CRE be treated? 
Yes, but it is very difficult to treat effectively due to 
its resistance to a wide variety of antibiotics. There 
has been limited success treating CRE infections with 
certain types of antibiotics to which CRE bacteria 
have not yet developed resistance. 
What is the best way to prevent the spread of CRE? 

Thorough hand washing and strict contact precautions 
are effective at preventing the spread of CRE in the 
healthcare setting. It is recommended that any patient 
infected or colonized with CRE be placed in a single 
room when possible. In addition, regular environmental 
cleaning with an Environmental Protection Agency 
(EPA)- registered disinfectant is also important. In 
addition, medical care providers should practice good 
antibiotic stewardship when prescribing antibiotics to 
prevent the further development of resistant strains of 
bacteria. 
Source: http://guide5.net/f/frequently asked-question about 

CAE.com.  
Contributed by Bacteriology Research Division 



5 

Gene Panel Tests for Hundreds of Diseases Simultaneously 
 
A new genetic sequencing test moves beyond 
assaying for one disease at a time, making it possible 
to identify more than 750 diseases triggered by muta- 
tions in children concomitantly and deliver results 
within six to eight weeks. Currently, most genetic 
tests for childhood diseases are conducted one at a 
time, and this trial-and-error process consumes valueble 
time for clinicians in the search for the most effective 
treatment options for their patients and for families 
and the healthcare system, the prolonged hunt means 
higher costs. Scientists at Children's  Mercy Hospital 
(Kansas City, MO, USA) developed a screening panel, 
called the Targeted Gene Sequencing and Custom 
Analysis (TaGSCAN) that covers the 514 genetic 
regions that code for pediatric conditions with 
possible hereditary or elusive diagnoses. TaGSCAN is 
a hybrid of hypothesis-based and non-hypothesis-
based testing.  
In  a study involving 107 patients with  neurodevelop- 
mental disorders, 40 of these patients received new 
diagnoses as a result of the test. There were 10 cases 
where diagnosis was directly attributed to starting 
new treatments, discontinuing unnecessary medica- 
tions or avoiding invasive procedures. One advantage 
of the new test is that it can be ordered routinely. It 
has been used in over 180 patients at Children's 
Mercy  since  it  was  introduced in January 2013. The  

test looks at the genetic history of the patient's family, 
tests large numbers of genes, and combines the data 
with bioinformatic analysis.  

The test is highly sensitive, detecting approximately 
95% of known genetic mutations in more than 750 
diseases. Most of the genes on the panel are 
autosomal recessive, with few exceptions. The panel 
is rich in genes for neurodevelopmental, metabolic, 
nuclear mitochondrial, intellectual disability, and 
immunodeficiency conditions.  

Stephen Kingsmore, MB ChB, DSc, director of the 
center for Pediatric Genomic Medicine at Children's 
Mercy, said, “There are about 7,000 diseases caused 
by single-gene mutations, about half of which have 
identified genetic causes. Genetic testing in critically 
ill babies might be able to identify the cause, but prior 
to development of this new approach, gene sequen-
cing took too long, cost too much, and the findings 
were too complicated for practical use. This new 
diagnostic system currently includes signs and 
symptoms for 595 single-gene diseases for which the 
causes are known.” The study was presented at the 
63rd Annual Meeting of the American Society Geno-
mics (ASHG) held October 22-26, 2013, in Boston. 
Source: Daily Clinical Lab News.com. 
Contributed by Blood Programming Division 

 
Aspirin: A Promising and Cost Effective Alternative Treatment to  

Patients with Venous Thromboembolism 
 

Patients with venous thromboembolism: blood clots 
in the veins- usually undergo anticoagulant therapy, 
but  a new study finds that for patients who are unable 
to take these drugs long-term, aspirin could be a 
promising and cost-effective alternative treatment.  
Venous thromboembolism (VTE) is a condition 
comprised of deep vein thrombosis (blood clots in the 
legs) and pulmonary embolism - whereby the blood 
clots break off  and  travel  to  the  lungs, blocking the 
arteries. The research team - led by Dr. John Simes, 
director of the National Health and Medical Research 
Council Trials Centre and professor at the University 
of Sydney in Australia - says that unless treated, 
individuals who have blood clots in their veins with 
no apparent cause have a 10% risk of developing 
another clot in the first year and a 5% risk each year 
thereafter.  
Treatment usually consists of anticoagulants - drugs 
that stop blood clots from forming - for around 6 to 
12 months. But the researchers note that these patients 
continue to be at risk of recurrent blood clots. 
Furthermore, there are serious health risks associated 
with anticoagulants. They can cause bleeding 

problems, for  example,  as well as  pain,  dizziness 
and headaches. For this latest study, recently 
published in the journal Circulation, Dr. Simes        
and his team wanted to see whether aspirin could      
be   used  as  an  alternative  to  anticoagulants for    
the treatment  of blood clots. The team conducted     
an analysis  of   two  studies  involving  a  total  of  
1,224  patients  with VTE  who were given 100 mg of 
aspirin a day.  
During a minimum 2 years of follow-up, Dr. Simes 
and his team found that aspirin reduced the              
risk of recurrent blood clots in these patients by 
almost  42%. Although these findings are promising, 
Dr. Simes notes that aspirin is not as effective as 
anticoagulant therapy and should not be offered in 
place of these drugs. But he points out that aspirin 
could  be a promising long-term blood clot treatment 
for patients who are ceasing anticoagulant therapy or  
who are unable to undergo this treatment.  
He adds: "Although less effective, aspirin is in-
expensive, easily   obtainable,   safe   and familiar  to 
patients and clinicians worldwide. If cost  is  the  
main consideration, aspirin is a particularly  useful 
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therapy. The costs  of  treating  future  thrombo-
embolic events  is greater than the cost of the 
preventive treatment." Pointing out some other 
benefits of aspirin for extended anticoagulant    
therapy, study co-author  Dr. Cecilia Becattini  says 
the  drug  does  not  require laboratory monitoring  
and is linked  to a  10-fold  reduced  risk  of  bleeding, 
 

compared with oral anticoagulants. Medical News 
Today  recently reported  on  a  study   by  researchers  
from the University of Texas  in Austin, which claims 
asprin   may  have breast cancer recurrence in over-
weight women. 
Source: www.latest medical news.science.com. 
Contributed by Scientific Group on Blood Research  
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ဆ သ တသနဦ စ ဌ နမ ကန မ ရ ၀န ဆ ငမ အစအစ  

 ဆ သ တသနဦ စ ဌ န “ က ကယ ဆ င ရ ဂ ရ ဖ ရ ဆ ခန  ”  တင  အသည ရ ငအသ ဝဘ က ကယ ဆ  
ထ ပ ခင ၊ လအပ သ စစ ဆ မမ င ဓ တခစမ သပမမ ပလပ ပ ခင ၊ အသည ရ ငအသ ဝ  ဘပ /စပ  
သယ ဆ င သ  လန မ အ    ဆ ၊   အကပ ၊   လမ န၊  ကသ ပ ခင မ က    န စ ( ဖငရက)  နနက ၁၀န ရမ  

       ည န ၃န ရအတင  ဆ ငရက ပ နပသည။ 
 ဆ သ တသနဦ စ ဌ နမ သ တသနပည ရငမ င  ကန မ ရ ဦ စ ဌ န၊ ဗဟအမ သမ ဆ က မ သ ဖ မ ယပ 

အထ ကဆရ ဝနက မ  ပ ပ င ဆ ငရက သ  “သ အမ ခ င ကငဆ စမ သပ ဖ ထတသည ဆ ခန ” က 
ဆ သ တသနဦ စ ဌ နတင  ဖငလစ၍  စမ သပစစ ဆ လသအမ သမ မ က  အဂ န င သ က န  နနက ၁ဝ န ရ မ 
၁၂န ရအတင  အခမစစ ဆ ပ လကရပသည။ 

 ဆ အဆပအ တ ကဖစခင  (Poisoning) င ပတသကသည သတင အခကအလကမ သရလပလင ဆ သ တသန 
ဦ စ ဌ နရ အမ သ အဆပထန ခ ပ ရ ဌ န (ဖန -၃၇၉၄၈၀)  သ မဟတ (ဖန -၀၉ ၇၃၁၅၅၃၄၂)  သ ဆကသယ ဆ င 
ပသည။  

 

 

 
 
 
 
 

                               ကန မ ရ ဝနက ဌ နမဝနထမ မ အ ဖန ဝ ပ ပ ရန မတ ရပခအပပသည။ 
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